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PATENT 
USSN 08/974.584 
015389-002950US 
018/206p2 



APPENDIX A 

BEST AVAILABLE COPY 

Mouse TERT protein sequence 



LOCUS 070372 1122 aa linear ROD 15-JUN-2002 

DEFINITION Telomerase reverse transcriptase (Telomerase catalytic subunit). 

ORGANISM Mus musculus 

AUTHORS 6reenderg,R.A. . Allsopp.R.C, Chin.L., Morin.G.B. and DePlnho,R.A. 

TITLE Expression of mouse telomerase reverse transcriptase during 

development, differentiation and proliferation 

JOURNAL Oncogene 16 C13). 1723-1730 (1998) 



1 mtraprcpav rsllrsryre vwplatfvrr 

61 gsqpppadls fhqvsslkel varvvqrlce 

121 sylpntvlet Irvsgawmll Isrvgddllv 

181 ttdiwpsvsa syrptrpvgr nftnlrfltjq 

241 vpsakkarcy pvprveegph rqvlptpsgk 

301 sgsvcckhkp sstsllsppr qnafqlrpfi 

361 garrlveiif Igsrprtsgp Icrthrlsrr 

421 rtanqqvtda Intspphlmd llrlhsspwq 

481 Ukfislgky gklslqelmw kmkvedchwl 

541 tywqllrsf fyltestfqk nrlffyrksv 

601 dtwldflipicr Irfipkpngi rpivnmsysm 

661 khphlmgssv Igmndlyrtw rafvlrvral 

721 nmlrhsesty cirqyavvrr dsqgqvhksf 

781 nsvvieqsis mnesssslfd fflhflrhsv 

841 dmenklfaev qrdglllrfv ddfllvtphl 

901 pvepgtlgga apyqlpahcT fpwcgllldt 

961 ktmrnkllsv Irlkchglfl dlqvnslqtv 

1021 nltfflgHs sqasccyall kvknpgmtlk 

1081 dlgplrtaq kllcrklpea tmtllkaaad 



Igpegrrlvq pgdpkiyrtl vaqclvcmhw 

rnernvlafg fellneargg ppraaftssvr 

yllahcalyl Ivppscayqv cgsplyqica 

Iksssrqeap kplalpsrgt krhlsltsts 

swvpsparsp evptaekdls skgkvsdlsl 

etrhflysrg dgqerlnpsf llsnlqpnlt 

ywqmrplfqq llvnhaecqy vrllrshcrf 

vygflraclc kvvsaslwgt rhnerrffkn 

rsspgkdrvp aaehrlreri latflfwlmd 

wsklqsigvr qhlervrlre Isqeevrhhq 

gtralgrrkq aqhftqrlkt Ifsmlnyert 

dqtprmyfvk advtgaydai pqgklvevva 

rrqvttlsdl qpymgqf 1 kh Iqdsdasalr 

vkigdrcytq cqglpqgssi stllcslcfg 

dqaktflstl vhgvpeygcm Inlqktvvnf 

qtlevfcdys gyaqtsikts Itfqsvfkag 

ciniyklfll qayrfhacvl qlpfdqrvrk 

asgsfppeaa hwlcyqafll klaahsvlyk 

palstdfqtl Id 



PAGE 11/29 * RCVD AT 3/14/2006 11:14:22 PM [Eastern Standard Time] * SVR:USPTO-EFXRF-5/11 ' DNIS:2738300 * C8ID:4«S04738654 * DURATION (mm-ss): 09-20 



14-Mar-2006 09:25pin Froni-GERON CORP IP 



+5504738654 



T-048 P. 01 2/029 F-406 



PATENT 
USSN 08/974»684 
015389-002950US 
018/206p2 



SEQ. ID NO:124 (Figure 60) 



CGGGTGGGAG GCCCATCCCG GCCTTGAGCA CAATGACCCG CGCTCCTCGT TGCCCCGCGG 60 

TGCGCTCTCT GCTGCGCAGC CGATACCGGG AGGT6TGGCC GCTGGCAACC TTTGTGCG6C 120 

GCCTGGGGCC CGA6G6CA6G CGGCTTGTGC AACCCSGGGA CCCGAA6ATC TACCGCACTT 180 

TGGTTGCCCA ATGCCTAGTG TGCATGCACT GSGGCTCACA GCCTCCACCT GCCGACCTTT 240 

CCTTCCACCA GGTGTCATCC CT6AAAGA6C TGGTGGCCAG GGTTGTGCAG A6ACTCT6C6 300 

AGCGCAACGA GAGAAACGTG CTGGCTTTTG GCTTTGAGCT GCTTAACGAG GCCAGAGSCG 360 

6GCCTCCCAT GGCCTTCACT AGTAGC6TGC GTAGCTACTT 6CCCAACACT GTTATTGAGA 420 

CCCTGCGTGT CA6TGGTGCA TG6ATGCTAC TSTTGAGCCG AGTG66CGAC 6ACCT6CTGG 480 

TCTACCTGCT GGCACACTGT GCTCTTTATC TTCT6GTGCC CCCCAGCTGT 6CCTACCAGG 540 

TGTGTGGGTC TCCCCTGTAC CAAATTTGTG CCACCACG6A TATCTGGCCC TCT6T6TCC6 600 

CTA6TTACAG GCCCACCCGA CCCGTGGGCA GGAATTTCAC TAACCTTA6G TTCTTACAAC 660 

AGATCAAGAG CAGTAGTCGC CAGGAAGCAC CGAAACCCCT GGCCTTGCCA TCTCGAGGTA 720 

CAAAGAGGCA TCTGAGTCTC ACCAGTACAA STGTGCCTTC AGCTAAGAAG GCCAGATGCT 780 

ATCCTGTCCC GAGAGTGGAG GAGGGACCCC ACAGGCAGGT GCTACCAACC CCATCASSCA 840 

AATCATGGGT GCCAAGTCCT GCTC6GTCCC CC6AGGT6CC TACTGCAGAG AAAGATTTGT 900 

CTTCTAAAGG AAAGGTGTCT GACCTGAGTC TCTCTGGGTC GGTGTGCTGT AAACACAAGC 960 

CCAGCTCCAC ATCTCTGCTG TCACCACCCC GCCAAAATGC CTTTCAGCTC AGGCCATTTA 1020 

TTGAGACCAG ACATTTCCTT TACTCCAGGG GAGATGSCCA AGAGCGTCTA AACCCCTCAT 1080 

TCCTACTCAG CAACCTCCA6 CCTAACTTGA CTGGGGCCAG GAGACTGGTG GA6ATCATCT 1140 

TTCTGGGCTC AAGGCCTAGG ACATCAGGAC CACTCTGCAG GACACACCGT CTATCGCGTC 1200 

6ATACTGGCA GATGCGGCCC CTGTTCCAAC AGCTGCTGGT GAACCATGCA GAGTGCCAAT 1260 

ATGTCAGACT CCTCAGGTCA CATTGCAGGT TTCGAACAGC AAACCAACAG GTGACAGATG 1320 

CCTTGAACAC CAGCCCACCG CACCTCATGG ATTT6CTCCG CCTGCACAGC AGTCCCTGGC 1380 

AGGTATATGG TTTTCTTCGG GCCTGTCTCT GCAAGGTGGT GTCTGCTAGT CTCTGGGGTA 1440 

CCAGGCACAA TGAGCGCC6C TTCTTTAAGA ACTTAAAGAA GTTCATCTCG TTGGGGAAAT ISOO 

ACGGCAAGCT ATCACTGCAG GAACTGATGT GGAAGATGAA AGTAGAGGAT T6CCACTGGC 1560 

TCCGCAGCA6 CCC6GGGAAG GACCGT6TCC CC6CTGCAGA GCACCGTCTG AGGGAGAGGA 1620 

TCCTGGCTAC 6TTCCTGTTC T66CT6ATGG ACACATACGT G6TACAGCTG CTTAGGTCAT 1680 

TCTTTTACAT CACAGAGAGC ACATTCCAGA A6AACAGGCT CTTCTTCTAC CGTAAGAGTG 1740 

TGTGGAGCAA GCTGCAGAGC ATTGGAGTCA G6CAACACCT TGA6A6AGTG CGGCTACGGG 1800 

AGCTGTCACA AGAGGAGGTC AGGCATCACC AGGACACCT6 GCTAGCCATG CCCATCTGCA 1860 

GACT6C6CTT CATCCCCAAG CCCAACGGCC TGCGGCCCAT TGTGAACAT6 AGTTATAGCA 1920 

TGGGTACCAG AGCTTTGGGC AGAAGGAAGC AGGCCCA6CA TTTCACCCA6 CGTCTCAAGA 1980 

CTCTCTTCAG CATGCTCAAC TATGA6CC6A CAAAACATCC TCACCTTATG GGGTCTTCTG 2040 

TACTGGGTAT GAATGACATC TACAGGACCT GGCGGGCCTT T6TGCTGCGT 6T6CGT6CTC 2100 

TGGACCANAC ACCANGATGT ACTTTGTTAA GGCAGATGTG ACCG6G6CCT ATGAT6CCAT 2160 

CCCCAGGGTA AGCTGGGTGN NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN NKKNNNNNNN 2220 

TGGrGGAGGT TGTTGCCAAT ATGATCAGGC ATTCGGAGAG CACGTACT6T ATCCGCCAGT 2280 

ATGCAGTGGT CC6GAGAGAT AGCCAAGGCC AAGTCCACAA GTCNTTTA6G AGACAGGTCA 2340 

CCACCTTCTC TGACTTCCAG CCATACATGG 6CCA6TTCCT TAAGCATCTG CAGGATTCAG 2400 

ATGCCAGT6C ACT6AGGAAC TCC6TTGTCA TCGA6CAGAG CATCTCTAT6 AATGA6AGCA 2460 

GCAGCAGCCT GTTTGATTCT TCCTGCACTT CCTGCGTCAC AGTGTCGTAA AGATT6GTGA 2520 

CA66T6CTAT ACGCAGTGCC AGGGCATCCC CCAGGGCTCC AGCCTATCCA CCCTGCTCTG 2580 

CA6TCTGTGT TTCGGA6ACA TGGAGAACAA GCTGTTTGCT GAGGTGCAGC 6GGATGGGTT 2640 

6CTTTTACGT TTTGTTGATG ACTTTCTGTT 6GTGAC6CCT CACTT6GACC AAGCANNNNN 2700 

NNNNNNNNNN NNtlKNNNNNN NNNNNNNNNN NNNNNNNNNN NNKNNNNNNN NNNNNNNNNN 2760 

NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN 2820 

NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN NNNNNNNNNN 2880 

NNNNNNNNNN CTGCAGTTAT 6CCCA6ACCT CAATTAAGAC GA6CCTCACC TTCCAGAGTG 2940 

TCTTCAAAGC TGG6AAGACC ATGCGGAACA AGCTCCTGTC GGTCTTGCGG TTGAAGT6TC 3000 

ACG6TCTATT TCTAGACTT6 CAGGT 3025 
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ORF Finder (Open Reading Frame 
Finder) 

PubMed Entrez BLAST OMIM Taxonomy Structure 

Anonymous 



Erogram [^as^ni Patab^ I^lZZZM [msrj □ with parameters | Cpgnitor ^ 



iMefs |1 GenBank H S^f 



1 100 [sixFratnes I 




Length: 702 aa 



33 atgacccgcgctcctcgttgccccgcggtgcgctctctgccgcgc 

MTRAPRCPAVRSLLR 
7 8 agccgataccgggaggtgtggccgctggcaacctttgtgcggcgc 

SRYREVWPLATFVRR 
123 ctggggcccgagggcaggcggcttgtgcaacccggggacccgaag 

LGPEGRRLVQPGDP K 
168 atctaccgcacrttggttgcccaatgcctagtgtgcatgcactgg 

IVRTLVAQCLVCMHW 
213 ggctcacagcctccacctgccgacctttccttccaccaggtgtca 

GSQPPPADLSFHQVS 
258 tccctgaaagagctggtggccagggttgrgcagagactctgcgag 

SLKELVARVVQRLCE 
303 cgcaacgagagaaacgtgctggcttttggctttgagctgcrtaac 

RNERNVLAF6FELLN 
348 gaggccagaggcgggcctcccatqgccttcactagtagcgtgcgt 

EARGGPPMAFTSSVR 
393 agcracttgcccaacactgttattgagaccctgcgtgtcagtggt 

SYLPNTVIETLRVSG 
438 gcatggatgctactgttgagccgagtgggcgacgacccgctggtc 

AWMLLLSRVGDDLLV 
483 racctgctggcacactgtgctctttatcttctggtgccccccagc 

YLLAHCALYLLVPPS 
528 tgtgcctaccaggrgtgtgggtctcccctgtaccaaatttgtgcc 

CAYQVCGSPLYQICA 
57 3 accacggatatctggccctctgtgtccgctagttacaggcccacc 

TTDIWPSVSASYRPT 
618 cgacccgtgggcaggaat tt cactaacctcaggctcttacaacag 

RPVGRNFTNLRFLQQ 
663 atcaagagcagtagtcgccaggaagcaccgaaacccctggccttg 

IKSSSRQEAPKPLAL 



Frame from 

+3 H 33 

-1 H1040 

-1 IS2060. 

+2 E12600 

+3 82241. 

-3 B2127. 

-2 B 1. 

-I ffl 170. 

-3 a 1, 

+2 32117. 

-3 HI 842. 

+2 ffl 440. 

+2 B 191. 

-1 ® 2. 

+ 1 52281. 

+2 m 776 



to Length 

.2141 2109 

.1486 447 

.2443 384 

2917 318 

.2510 270 

2387 261 

. 258 258 

370 201 



. 191 
.2302 
2018 
604 
337 



191 
186 
177 
165 
147 



139 138 
.2415 135 
907 132 
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708 ccatctcgaggtacaaagaggcatctgagtctcaccagtacaagt 

PSRGTKRHLSLTSTS 
753 gtgccttcagct:aagaaggccagatgct.atcctgtcccgagagtg 

VPSAKKARCYPVPRV 
798 gaggagggaccccacaggcaggtgctaccaaccccaccaggcaaa 

EEGPHRQVLPTPSGK 
843 tcatgggtgccaagtcctgctcggtcccccgaggtgcctactgca 

SWVPSPARSPEVPTA 
888 gagaaagatttgtcttctaaaggaaaggtgtctgacctgagtctc 

EKDLSSKGKVSDLSL 
933 tcngggtcggtgtgctgtaaacacaagcccagctccacatctctg 

SGSVCCKHKPSSTSL 
97 8 ctgt caccaccccgccaaaatgcctttcagcticaggccatttatt 

LSPPRQNAFQLRPFI 
1023 gagaccagacatrtcctttactccaggggagatggccaagagcgt 

ETRHFLYSRGDGQER 
1068 ctaaacccctcattcctactcagcaacctccagcctaacttgact 

LNPSFLLSNLQPNLT 
1113 ggggccaggagacrggtggagatcatctttctgggctcaaggcct 

GARRLVEIIFLGSRP 
1158 aggacatcaggaccactctgcaggacacaccgcctatcgcgtcga 

RTSGPLCRTHRLSRR 
1203 tactggcagc.tocggcccctgtitccaacagctgctggtgaaccat 

YWQ^^:RPLPQQLLVNH 
124 8 gcagagtgccaatatgtcagactcctcaggtcacattgcaggttt 

AECQYVRLLRS H C RF 
1293 cgaacagcaaaccaacaggtgacagatgccttgaacaccagccca 

RTANQQVTDALNTSP 
1338 ccgcacctcatggatttgctccgcctgcacagcagtccctggcag 

PHLMDLLRLHSSPWQ 
1383 gtatatggttttcttcgggcctgtctctgcaaggtggtgtctgct 

VYGFLRACLCKVVSA 
1428 agtctctggggtaccaggcacaatgagcgccgcttctttaagaac 

SLWGTRHNERRFFKN 
1473 ttaaagaagttcatctcgttggggaaatacggcaagctatcactg 

LKKFISLGKYGKLSL 
1518 caggaactgatgtggaagatgaaagtagaggattgccactggctc 

QEL-MWKMKVEDCHWL 
15 63 cgcagcagcccggggaaggaccgtgtccccgctgcagagcaccgt 

RSSPGKDRVPAAEHR 
1608 ctgagggagaggatcctggctacgttcctgttctggctgatggac 

LRERILATFLFWLMO 
1 653 acanacgtggtacagctgct taggtcattcttttacaccacagag 

TYVVQLLRSFFYITE 
1698 agcacattccagaagaacaggctcttcttctaccgtaagagtgtg 

STFQKNRLFFYRKSV 
174 3 tggagcaagctgcagagcattggagtcaggcaacaccTitgagaga 

WSKLQSIGVRQHLER 
1788 gtgcggctacgggagctgtcacaagaggaggticaggcatcaccag 

VRLRELSQEEVRHHQ 
1833 gacacctggctagccfitvcccatctgcagactgcgcttcatcccc 

DTWLAMPICRLRFIP 
1878 aagcccaacggcctgcggcccattgtgaacangagttaragcatc 

kpnglrpivnmsysm' 
1923 ggcaccagagctttgggcagaaggaagcaggcccagcatttcacc 

gtralgrrkqaqhft 

1968 cagcgtctcaagactctcttcagcatgctcaaccatgagccgaca 

QRLKTLFSMLNYEPT 
2013 aaacatcctcaccttatggggrcttctgtactgggtacgaatgac 
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KHPHLMGSSVLGMND 
2058 atctacaggacctggcgggcctttgtgctgcgtgtgcgtgctctg 

lYRTWRAFVLRVRAL 
2103 gaccanacaccangatgtactttgttaaggcag.it: 7t"qr. 2141 

D X T P X C T L L R Q * 
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Blast 2 Sequences results 

PubMed Entrez BLAST OMIM Taxonomy Slruclure 

BLAST 2 SEQUENCES RESULTS VERSION TBLASTN 2,2.13 INov-27-2005] 
Matrix |BLOSUM62 >J gap open:|l1 gap extension: |1 

x_dropoff: jSO ' expect:] 1 0.0QQ{ wordsize: jg.^ J Filter F View option |Standard 

Masking character option j Xfbr protein, n for nucleotide Masking color option j Black ^ 
□ Show CDS translation llfi^ 



Sequence 1: lcl|seq_l 
Length - 1122 (1 .. 1122) 

Sequence 2: lcl|seq_2 
Length = 3025 (1 .. 3025) 





Score 


= 1595 bits (4129), Expect =^0.0 




Identities 


^ 830/1001 (82%), Positives = 840/1001 (83%), Gaps «= 22/1001 


(2%) 


Frame 


= +3 




Query 


1 


MTRAPRCPAVRSLLRSRYREVWPLATFVRRLGPEGRRLVQPGDPKIYRTLVAQCLVCMHW 


60 






MTRAPRC PAVRS LLRS RYRE VWPLATFVRRLG PEGRRL VQPGDPK I YRT L VAQCLVCMHW 




Sbjct 


33 


MTRAPRCPAVRSLLRSRYREVWPLATFVRRLGPEGRRLVQPGDPKIYRTLVAQCLVCMHW 


212 


Query 


61 


GSQPPPADLSFHQVSSLKELVARWQRLCERNERNVLAFGFELLNEARGGPPMAFTSSVR 


120 






GSQPPPADLSFHQVSSLKELVARWQRLCERNERNVLAPGFELLNEARGGPPMAFTSSVR 




Sbjct 


213 


GSQPPPADLSFHQVSSLKELVARWQRLCERNERNVLAFGFELLNEARGGPPMAFTSSVR 


392 


Query 


121 


SYLPNTVIETLRVSGAWMLLLSRVGDDLLVYLLAHCALYLLVPPSCAYQVCGSPLYQICA 


180 






SYLPNTVTETLRVSGAWMLLLSRVGDDLLVYLLAHCALYLLVPPSCAYQVCGSPLYQICA 




Sbjct 


393 


SYLPNTVIETLRVSGAWMLLLSRVGDDLLVYLLAHCALYLLVPPSCAYQVCGSPLYQICA 


572 


Query 


181 


TTDIWPSVSASYRPTRPVGRNFTNLRFLQQIKSSSRQEAPKPLALPSRGTKRHISLTSTS 


240 



TTDIWPSVSASYRPTRPVGRNFTNLRFLQQIKSSSRQEAPKPLALPSRGTKRHLSLTSTS 
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Sb j ct 573 TTDI WPSVSASYRPTRPVGRNFTNLRFLQQIKSSSRQEAPKPLALPSRGTKRHLSLTSTS 752 

Query 241 VPSAKKARCYPVPRVEEGPHRQVLPTPSGKSWVPSPARSPEVPTAEKDLSSKGKVSDLSL 300 

VPSAKKARCYPVPRVEE6PHRQVLPTPSGKSWVPSPARSPEVPTAEKDLSSKGKVSDLSL 
Sbjct 753 VPSAKKARCYPVPRVEEGPHRQVLPTPSGKSWVPSPARSPEVPTAEKDLSSKGKVSDLSL 932 

Query 301 SGSVCCKHKPSSTSLLSPPRQNAFQLRPFIETRHFLYSRGDGQERLNPSFLLSNLQPNLT 360 

SGSVCCKHKPSSTSLLSPPRQNAFQLRPFIETRHFLYSRGDGQERLNPSFLLSNLQPNLT 
Sbjct 933 SGSVCCKHKPSSTSLLSPPRQNAFQLRPFIETRHFLYSRGDGQERLNPSFLLSNLQPNLT 1112 

Query 3 61 GARRLVEIIFLGSRPRTSGPLCRTHRLSRRYWQMRPLFQQLLVNHAECQYVRLLRSHCRF 420 

GARRLVEIIFLGSRPRTSGPLCRTHRLSRRYWQMRPLFQQLLVNHAECQYVRLLRSHCRF 
Sbjct 1113 GARRLVE 1 1 FLGSRPRTSGPLCRTHRLSRRYWQMRPLFQQLLVNHAECQ Y VRLLRSHCRF 1292 

Query 421 RTANQQVTDALNTSPPHLMDLLRLHSSPWQVYGFLRACLCKWSASLWGTRHNERRFFKN 480 

RTANQQVTDALNTSPPHLMDLLRLHSSPWQVYGFLRACLCKWSASLWGTRHNERRFFKN 
Sbjct 12 93 RTANQQVTDALNTSPPHI^DLLRLHSSPWQVYGFLRACLCKWSASLWGTRHNERRFFKN 1472 

Query 481 LKKFISLGKYGKLSLQELMWKMKVEDCHWLRSSPGKDRVPAAEHRLRERILATFLFWLMD 540 

LKKFISLGKYGKLSLQEL^WKMKVEDCHWLRSSPGKDRVPAAEHRLRERILATFLFWLMD 
Sbjct 1473 LKKFISLGKYGKLSLQELMWKMKVEDCHWLRSSPGKDRVPAAEHRLRERILATFLFWLMD 1652 

Query 541 TYWQLLRSFFYITESTFQKNRLFFYRKSVWSKLQSIGVRQHLERVRLRELSQEEVRHHQ 600 

TYWQLLRSFFYITESTFQKNRLFFYRKSVWSKLOSIGVRQHLERVKLRELSQEEVRHHQ 
Sbjct 1653 T Y WQLLRS FFY I TES TFQKNRLFFYRKSVWS KLQS I GVRQHLERVRLRELSQEEVRHHQ 1832 

Query 601 DTWLAMPICRLRFIPKPNGLRPIVlQMSYSMGTRALGRRKQAQHFTQRLKTLFSMLNYERT 660 

DTWLAMPICRLRFIPKPNGLRPIVNMSYSMGTRALGRRKQAQHFTQRLKTLFSMLNYE T 
Sbjct 1833 DTWLAMPICRLRFIPKPNGLRPIVNMSYSMGTRALGRRKQAQHFTQRLKTLFSMLNYEPT 2012 

Query 661 KH PHLMGS SVLGMNDI YRTWRAFVXRVRAL DQTPRMYFVKADVTGAYDA IP 711 

KHPHLMGSSVLGMNDIYRTWRAFVLRVRALD TP ++ G P 
Sbjct 2013 KH PHLMGS SVLGMNDI YRT WRAFVLRVRAL DXTPXCTLLRQM* PGPMMP SPG * AGXXXXX 2192 

Query 712 QGKLVEVVANMIRHSESTYCIRQYAWRRDSQGQVHKSFRRQVTTLSDLQPYMG 765 

VEWANMIRHSESTYCIRQYAWRRDSQGQVHKSFRRQVTT SD QPYMG 
Sb j Ct 2193 XXXXXXXXXXVEWANMIRHSESTYCIRQYAWKRDSQGQVHKSFRRQVTTFSDFQPYMG 2372 

Query 766 QFLKHLQDSDASALRNSWIEQSISMNESSSSLFDFFLHFLRHSWKIGDRCYTQCQGIP 825 

QFLKHLQDSDASALRNSWIEQSISMNESSSSLFD S V + R T 

Sbjct 2373 QFLKHLQDSDASALRNSWIEQSISMNESSSSLFDSSC TSCVTVS*RLVTGAIRSA 254 0 

Query 82 6 QGSSLSTLL — CSLCFGDMENKLFAEVQRDGLLLRFVDDFLLVTPHLDQAK-TFLSTLVH 882 

+ S + CS + ++ G+ +V L K 

Sbjct 2541 RASPRAPAYPPCSAVCVSETWRTSCLLRCSGMGCFYVLLMTFCW*RLTWTKXXXXXXXXX 2720 

Query 883 GVPEYGCMINLQKTVVNFPVEPGTLGGAAPYQLPAHCLFPWCGLLLDTQTLEVFCDYSGY 942 

Y 

Sbjct 2721 XXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXCSY 2 900 

Query 94 3 AQTSIKTSLTFQSVFKAGKTMRNKLLSVLRLKCHGLFLDLQ 983 

AQTSIKTSLTFQSVFKAGKTMRNKLLSVLRLKCHGLFLDLQ 
Sbj Ct 2 901 AQTSIKTSLTFQSVFKAGKTMRNKLLSVLRLKCHGLFLDLQ 3023 



CPU time: 

Lambda 
0.325 



K 



0.10 user sees. 
H 



0.00 sys. sees 



0.10 total sees. 



0.137 



0.426 
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T motif encoded in SEQ. ID NO: 124 mTRT fragment 



mTERT: 1 MTRAPRCPAVRSLLRSRYREVWPLATFVRRLGPEGRRLVQPGDPKIVRTLVAQCLVCMHH 60 

MTRAPRCPAVRSLLRSRYREVWPLATFVRRLGPEGRRLVQPGDPKIYRTLVAQCLVCMHW 

SEQ, 124: 33 MTRAPRCPAVRSLLRSRYREVWPLATFVRRLGPEGRRLVQPGDPKI YRTLVAQClVCMHW 212 

mTERT: 61 eSQPPPAOLSFHQVSSLKELVARVVQRLCERNERNVLAFGFELLNEARGGPPMAFTSSVR 120 

GSQPPPADLSFHQVSSLKELVARVVQRLCERNERNVUF6FELLNEARGGPPMAFTSSVR 

SEQ. 124: 213 SSQPPPAOLSFHQVSSLKELVARVVQRLCERNERKVUFGFELLNEARGGPPMAFTSSV R 392 

mTERT: 121 SYLPNTVI ETLRVSGAWMLLLSRV600LLVYLLAHCALY LLVPPSCAYQVC6SPLY0ICA 180 

SYLPNTVIETLRVSGAWMLILSRVGDDLLVYLLAHCALYLLVPPSCAYQVCGSPLYOJCA 

SEQ, 124: 393 SYLPNTVIETLRVSGAWMLLLSRV6DDLLVYLLAHCALYLLVPPSCAYQVC6SPLYQICA 572 

tnTERT: 181 TTDlHPSVSASYRPTRPVGRt^FTNLRFLQQIKSSSRQEAPKPLALPSRGTKRHLSLTSTS 240 

TTDIWPSVSASYRPTRPVGRNFTNLRFLQQIKSSSRQEAPKPLALPSRGTKRHLSLTSTS 

SEO. 124: 573 TTDIWPSVSASyRPTRPVGRNFTNLRFL0Q3KSSSRQ£APKPLALPSRGTKRHLSLTSTS 752 

mTERT: 241 VPSAKKARCYPVPRVEEGPHRQVLPTPSGKSWVPSPARSPEVPTAEKDLSSKGKVSOLSL 300 

VPSAKKARCYPVPRVEEGPHROVLPTPSGKSWVPSPARSPEVPTAEKDLSSKGKVSOLSL 

SEO. 124: 753 VPSAKKARCYPVPRVEEGPHRQVLPTPSGKSHVPSPARSPEVPTAEKOLSSKGKVSDLSL 932 

mTERT: 301 SGSVCCKHKPSSTSLLSPPRQNAFQLRPFIETRHFLYSRGDGQERLNPSFLLSNLQPNLT 360 

SGSVCCKHKPSSTSLLSPPRQNAFQLRPFIETRHFLYSRGDGQERLNPSFLLSNLQPNLT 

SEQ. 124: 933 S6SVCCKHKPS5TSLLSPPRQNAFQLRPFI ETRHFLVSRGDGQERLNPSFLLSNLQPNLT 1112 

mTERT: 361 GARRLVEIIFLGSRPRTSGPLCRTHRLSRRYWQMRPLFQQLLVNHAECQYVRLLRSHCRF 420 

GARRLVEIIFLSSRPRTSGPLCRTHRLSRRYWQMRPLFQQLLVNHAECQYVRLLRSHCRF 

SEQ. 124: 1113 GARRLVEIIFLGSRPRTSGPLCRTHRLSRRYWQMRPLFQQLLVNHAECQYVRLLRSHCRF 1292 

mTERT: 421 RTANQQVTDALNTSPPHLMDLLRLHSSPWQVYGFLRACICKVVSASLWGTRHNERRFFKN 480 

rtanqqvtdalntspphlmdllrlhsspwqvygflraclckvvsaslwgtrhnerrffkn 

SEQ. 124: 1293 RTANQQVTDALNTSPPHLMDLLRLHSSPWQVYGFLRACLCKVVSASLWGTRHNERRFFKN 1472 

mTERT: 481 LKKFI SLGKYGKLSLQELMWKMKVEDCHWLRSSPGKDRVPAAEHRLRERI LATFLFJJJESD' 540 

LKKFISLGKYGKLSLQELMWKMKVEDCHWLRSSPGKDRVPAAEHRLRERlLATFLFViTEfS; 

SEQ. 124: 1473 LKKFI SLGKYGKLSLQELMWKMKVEDCHWLRSSPGKDRVPAAEHRLRERI LATFLPSffi 1652 

mTERT: 541 TY\|';\/JLU^S£E^f j^Sf^ 600 

nr V VQ L tiiSf F Y.XJESTF.QKN R# O^^^ 

SEQ. 124: 1653 TYVVQlJ^kSiElJiiSTpQKNRtF^KS^ 1832 

mTERT: 601 DTWLAMPICRLRFIPKPnGLRPI VNMSYSMGTRALGRRKQAQHHTORLKTLFSMLNYERT 660 

OTWLAMPICRLRFIPKPNGlRPIVNMSYSHGTRALGRRKQAQHKTORLKTLFSMLNYE t 

SEQ. 124: 1833 DTWLAMPICRLRF I PKPNGlRPI VNMSYSMGTRALGRRKQAQHHTQRLKTLFSMlNYEPT 2012 



mTERT: 661 KHPHLMGSSV LGMNDI YRTWRAFVLRVRALO 

KHPHLM6S5VL6M>JDIYRTWRAFVLRVRALD 
SEQ. 124: 2013 KHPHLHGSSV L6MNDI YRTWRAFVLRVRALD 



691 
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